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RDC
Correlations for mean phenotypic values for November data for bulls born 2010 to 2015.
Correlations are calculated by n_offspring, by cetype and by calv_country

Explanation for the table:

¢ Corr= correlation between mean phenotypic value for current data and mean phenotypic value for

snell score data for the trait of interest

e N_bulls = number of bulls behind the correlation

¢ Country= the country of the calves which are behind the mean phenotypic value

o Cetype=the cetype of the calves which are behind the mean phenotypic value, cetypel=missing ce,
cetype2=ce on a 4-point scale, cetype3=ce on a 3-point scale.
n_offspring = minimum number of offspring behind the mean phenotypic value

For FIN calves the correlations for cetypel are not shown since the still born FIN calves have dummy
nav_id’s.

Correlations are generally very high (close to 0.999).

When correlations are not by calv_country then the correlations decrease. This is not a problem in the evalu-
ation, since calv_country is taken care by herd year effect in the model.



phenotypic correlations

the phenotypic correlatin for CE1 and CE2 is low if we do not sort by calv country
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